Strains used in this study. Table S2 Plasmids used in this study. Table S3 Primers used in this study. This study pMW219 Km R pMB1 origin; repABC_Mex-CM4; MCS 1 Phosphorylated PCR products of primers AR_for + AR_rev from pLAR-Km (Pmin2-nptII), pMB1_for + pMB1_rev from pK18mob2 (pMB1 origin), oriVSm_for + oriVSm_rev from pAD8 (repABC_Mex-CM4), synTer-MCS_for + synTer-MCS_rev from pLsynTer-1 (MCS1) were in vitro assembled via ligase cycling reaction using bridging oligonucleotides BO1, BO2, BO3 and BO4.
This study pMW220 Gm R p15A origin; repABC_Mex-DM4 ; MCS 2 Phosphorylated PCR products of primers AR_for + AR_rev from pLAR-Gm (Pmin2-aacC1), p15A_for + p15A_rev from pACYC184 (p15A origin), oriVSm_for + oriVSm_rev from pAD1 (repABC_Mex-DM4), synTer-MCS_for + synTer-MCS_rev from pLsynTer-2 (MCS2) were in vitro assembled via ligase cycling reaction using bridging oligonucleotides BO1, BO2, BO3 and BO4.
This study pMW221 Gm R p15A origin; repABC_Nham-3; MCS 1 Phosphorylated PCR products of primers AR_for + AR_rev from pLAR-Gm (Pmin2-aacC1), p15A_for + p15A_rev from pACYC184 (p15A origin), oriVSm_for + oriVSm_rev from pAD6 (repABC_Nham-3), synTer-MCS_for + synTer-MCS_rev from pLsynTer-1 (MCS1) were in vitro assembled via ligase cycling reaction using bridging oligonucleotides BO1, BO2, BO3 and BO4.
This study pMW223 Tc R p15A origin; repABC_Mex-DM4; MCS 2 Phosphorylated PCR products of primers AR_for + AR_rev from pLAR-Tc (Pmin2-tetR), p15A_for + p15A_rev from pACYC184 (p15A origin), oriVSm_for + oriVSm_rev from pAD1 (repABC_Mex-DM4), synTer-MCS_for + synTer-MCS_rev from pLsynTer-2 (MCS2) were in vitro assembled via ligase cycling reaction using bridging oligonucleotides BO1, BO2, BO3 and BO4.
This study pMW224 Tc R pSC101* origin; repABC_Nham-3; MCS 3 Phosphorylated PCR products of primers AR_for + AR_rev from pLAR-Tc (Pmin2-tetR), pSC101*_for + pSC101*_rev from pXG-10 (pSC101* origin), oriVSm_for + oriVSm_rev from pAD6 (repABC_Nham-3), synTer-MCS_for + synTer-MCS_rev from pLsynTer-3 (MCS3) were in vitro assembled via ligase cycling reaction using bridging oligonucleotides BO1, BO2, BO3 and BO4. Table S3 Primers used in this study. GACGTCTAAGAAACCATTATTATCATGACATTAACCTATAAAAATAGGCGTATCACGAGGCCCTTTCGTCTTC ACCTCGAGAAAATTTATCAAAAAGAGTGTTGCTTTGTGAGCGCTCACAATTTATAATTAGATTCAATTGTGA GCGGATAACAATTTCACACAGTCTAGA a The promoter region is shown in bold, AatII and XbaI restriction sites are underlined. The surrounding sequences were included only to facilitate primer hybridization.
Primer # Sequence
MC147 ATTCAACTTCCCGCACGAGT MC148 GGCACCTTGTTGATCATCGC MC157 TGATCTAGAGATTCTGACGACCCGTCAGG MC158 TATGGTACCTCGCGCTGGTTCGAATAGAC MC228 GAAACGCCTGGTATCTTTATAGTC MC261 TGCCATACCAAACGTACCATTGAGACACTTGTTTGCACAGAGGATGGCCCTGGGAATTAGCCATGGTC MC262 AGACCCAGTTCCTTACATGCCCATTTCACCGGGATTGGATTGGGTTCGACTCAGTCTTGAGCGATTGTG TAGG MC274 ACAGTAATACAAGGGGTGTTATGTTACGCAGCAGCAACG MC275 CAACCAATTAACCAATTCTGTTAGGTGGCGGTACTTGGG MC276 AACACCCCTTGTATTACTG MC277 CAGAATTGGTTAATTGGTTG MC278 ATAAAGATACCAGGCGTTTC MC295 TCGACGCGGGCCGAGCTTTG MC296 CAACCAATTAACCAATTCTGATCAGCGATCGGCTCGTTGC MC297 ACAGTAATACAAGGGGTGTTTCATGCTTGACACTTTATCAC MC311 TTATTGGTGAGAATCCAAGC MC348 CGCGCGAATTGCAGTTACCATTTATCAGGG MC349 CCCTGATAAATGGTAACTGCAATTCGCGCG MC352 CGAGCTCGGTACTGACGTAGCCCAGC MC353 GCTGGGCTACGTCAGTACCGAGCTCG MC361 CTAAGAAACCATTATTATCATGAC MC362 ATTAACCTATAAAAATAGGCGTATCACGAGGCCCTTTCGTC MC363 CCTATTTTTATAGGTTAATGTCATGATAATAATGGTTTCTTAGACGT MC364 TTCACCTCGAGAAAAGATAAATTATCTCTGGCGGTGTTGACATGTG MC365 ATCTTTTCTCGAGGTGAAGACGAAAGGGCCTCGTGATACG MC366 AGTATCATTGTTATCCGCTCACATGTCAACACCGCCAGAGATAATTT MC367 CTAGAGTCAGTGCGTCCTGCTGATGTGCTC MC368 AGCGGATAACAATGATACTGAGCACATCAGCAGGACGCACTGACT MC369 CTAGACTGTGTGAAATTGTTATCCGCTCACAATTGAATCTA MC370 AGCGGATAACAATGATACTTAGATTCAATTGTGAGCGGATAACAATTTCACACAGT MC373 AGCGCTCACAATTTATAATTAGATTCAATTGTGAGCGGATAACAATTTCACACAGT MC375 ATTATAAATTGTGAGCGCTCACAAAGCAACACTCTTTTTG MC376 AGTATCATTGTTATCCGCTCACAAGTCAACACTCTTTTTG MC377 ATTATAATTGTTATCCGCTCACAAGTCAACTAAATTGTTACCGCTCA MC378 AGTATCATTGTTATCCGCTCACAAGTCAACTAAATTGTTACCGCTCA MC379 AGTATCAATTGTGAGCGCTCACAAGTCAACACTCTTTTTG MC380 ATAAATTTTCTCGAGGTGAAGACGAAAGGGCCTCGTGATACG MC381 CAATTTTTTCTCGAGGTGAAGACGAAAGGGCCTCGTGATACG MC382 TTCACCTCGAGAAAATTTATCAAAAAGAGTGTTGACTTGTGAGCG MC383 TTCACCTCGAGAAAAAATTGTGAGCGGTAACAATTTAGTTGACTTGTGAGCG MC398 GTACAAGGCCGCGAACGACGAAAACTACGCCGCGGCCGTCTGAACTAGTCCTGCAGGTACCTTAAGA MC399 AGCTTCTTAAGGTACCTGCAGGACTAGTTCAGACGGCCGCGGCGTAGTTTTCGTCGTTCGCGGCCTT MC404 CTAGAATTAAAGAGGAGAAATTAACCATGGCGAGCTGGAGCCATCCGCAGTTCGAA MC405 AGCTCGCCATGGTTAATTTCTCCTCTTTAATT MC406 AAGATCGAAGGCCGCCATATGTCGGGCGGATCCTGAACTAGTCCTGCAGGTACCGTA MC407 TCCGCCCGACATATGGCGGCCTTCGATCTTTTCGAACTGCGGATGGCTCC MC408 AGCTTACGGTACCTGCAGGACTAGTTCAGGA MC419 CTAGAGTCGCCGTGTCCCTCTCGATGAATCTA MC420 GATAACAATGATACTTAGATTCATCGAGAGGGACACGGCGACT MC421 CTAGAGTCGCCGTGTCCCTCTCGATGTGCTC MC422 AGCGGATAACAATGATACTGAGCACATCGAGAGGGACACGGCGACT MC423 GATAACAATTATAATTAGATTCATCGAGAGGGACACGGCGACT MC424 GATAACAATTATAATTAGATTCATCGAGAGGGACACGGCGACT MC425 AGTATCAATTGTGAGTGCTCACAAGTCAACACTCTTTTTG MC426 TTCACCTCGAGAAAATTTATCAAAAAGAGTGTTGACTTGTGAGCA MC437 CTGACAGTACTCAAGCTAGCTTCCCGCTTGGTC MC438 CGCTTAATTAACGACGGCCAGTGAATTAGG AD1 ACCCGATCGCGAAAACTTCC AD2 CTCGAGGGTTGGGCGAAAG AD3 ATGGATCCGAAATCGCCCAG AD4 AACTTCCTTCGTAGCGGTC AD5 AACGAAGTTCGGCCATGACC AD6 GGCGAACGCGAGGAGAAATT AD7 ATGCTGCGGATCGCTAAAAAGA AD8 TTCGGCTTGGTCTCGATCA AD9 AGGTCTCGGAAAGACATCCG AD10 CGGATCCAGGTGTTCAGGAA AD11 ATCATTTGCGGCTCGCCTAG AD12 GTCCAGACCATCGGGCTCTA AD13 GGAAAGCCTGGTGCTGAAAT AD14 TTTGTCGTCCTTGAAGGGATAGTT AD15 CGGATCATCGATCGCATTCTG AD24 ACCATCAAGAACTGCCCGTT AD25 GTGACGGAATGACGCCGTAA AD26 ATCTCCATTCACACCGCTGCTT AD27 TTTGTCCGCGAGGTCTTCGTT AD28 GTGCTTCGTCATGGCTCCAT AD29 AATGACCTCTGACCGGCGTTA MW125 GCGGTCGACGTTATGGAGCAGCAACGATGTT MW126 GCGCTGCAGAGTACTTTAGGTGGCGGTACTTGGGTCG MW1028 GCGCATATGTCCAATTTACTGACCGTACACCAAAAT MW1029 GCTAGCGAATTCTAGTCGCCATC MW1041 CGCCATATGTAATTTCTCCTCTTTAATTCTAGAGTC MW1042 TCGCGCTAACTTACATTAATTG MW1043 CGTATCCCCAGAGGCAGCCAAATTGC MW1044 GCGCATATGCCCGCTTGGCTCCCCTGGTG MW1046 ATAACTTCGTATATGGTATTATATACGAACGGTAG MW1047 TCGACTACCGTTCGTATATAATACCATATACGAAGTTAT MW1048 GTACCGTTCGTATAGCATACATTATACGAAGTTAT MW1049 ATAACTTCGTATAATGTATGCTATACGAACGGTACTGCA JD253 CTCGCAGAGCAGGATTCCCGTT JD254 GGCAGGATAGGTGAAGTAGGCCCA AR_for GACCTTTTCTCCGACGAATAGA AR_rev GTCTTATCTGAAAGTTGTGCCTG oriVSm_for GAAACTGTCACTGGTCCGT oriVSm_rev TTCAGTTACGATAGAGTTCCACG synTer-MCS_for CTATTGAAGGAACACTGTATCTCG synTer-MCS_rev GTCAACCCGCTTACACTC pMB1_for TACTACTGTTTCAGACTGGCGTAATCACTCAGTAGATCAAAGGATCTTCTTGAGATCCTTTTTTTC pMB1_rev TGGACAGAATAGTCTTACTCAGTGATTGCCAGTCGCGTTGCTGGCGTTTTTC p15A_for TACTACTGTTTCAGACTGGCGTAATCACTCAGTCTACATTTGAAGAGATAAATTGCACTG p15A_rev TGGACAGAATAGTCTTACTCAGTGATTGCCAGTTAGCGGAGTGTATACTGGC pSC101*_for TACTACTGTTTCAGACTGGCGTAATCACTCAGTCCTAGGGTACGGGTTTTGC pSC101*_rev TGGACAGAATAGTCTTACTCAGTGATTGCCAGTGACAGTAAGACGGGTAAGCCT mob_for TGTGACGATAAGTTCCCTACTG mob_rev CCTCTATTGATAACGGGTGACA BO1 AACTTCTCGTGGAACTCTATCGTAACTGAAGTCTATTGAAGGAACACTGTATCTCGGTCA BO2 GTTATCAGAAGAGTGTAAGCGGGTTGACTATACTACTGTTTCAGACTGGCGTAATCACTC BO3 GGCAATCACTGAGTAAGACTATTCTGTCCAGACCTTTTCTCCGACGAATAGAGTAACAGA BO3a GGCAATCACTGAGTAAGACTATTCTGTCCATGTGACGATAAGTTCCCTACTGACAGAATC BO3b GGTTACAGTGTCACCCGTTATCAATAGAGGGACCTTTTCTCCGACGAATAGAGTAACAGA BO4 GATTGGTCAGGCACAACTTTCAGATAAGACGAAACTGTCACTGGTCCGTTGATACAATCC
